Scale

1 Mb} 1 hg38_2
chr6_GL000251v2_alt: 500,000 1,000,000 | 1,500,000 | 2,000,000 | 2,500,000 | 3,000,000 3,500,000 | 4,000,000 | 4,500,000 |
variants derived from N&uWa project
blocks of chr22
Blocks chr22

Recombination map of 200 individuals

NCBI RefSeqﬂg , curated sybset N * NR_* NP_* YP_B
GPX6 HCG141 OR2J2] OR2H1i OGN HLA-Al HCGL7 k< DDR1{CD:! ~ MICA | BAG6 21 HCG231 HLA-DOBI HCG241
GPX5 1 TRIM27 H OR14J11 UBDI HCG4! ZNRD1l RPP21I ATATl I DDR11 TCF19| MICA BAG6 B c2H BTNL21 TAP2l COL11A2H
GPX5 | LINCO1556 OR5V1| MOGE HCG9! HLA-Lv GNL1I DDR1{ TCF19| MICA BAG6} c2l HLA-DRA| TAP24 COL11A2H
G15 OR12D3|  vOGIH HLA-J! HCG18*+ PRR3I DDR1{ TCF19| MICAK BAG6# c2l HLA-DRB3I = TAP214 COL11A2
ZBED9 HCG15! OR12D2| VOGHNZNRD1ASP1 RPP21] ATAT1ll DDR1{ HCG271 HCP5!DDAH2l C21
ZBED9 M ZNF311}) OR12D1|

HLA-DRB1I TAP1l COL11A2|
MOG I ZNRD1ASP1 RPP211 ATAT1l DDR1l HLA-CI MICBIl MSH5E C2ll HLA-DOA1l  BRD2l HCG251
LINC00533 1 ZNF311} OR12D11 VOGIH ZNRD11 HLA-El N\RM! MUC21| HLA-Bl LTAI LSM2Il ATF6BA HLA-DOB11  BRD2l VPS52H
LINC016231 OR11A1| vOGI ZNRD1] LINC02569l |[ER3| MUC22H LINC011491 DDAH21 CFBI HLA-DOA2I BRD21 vpsszll
ZNF3111 OR10C1| vOGI ZNRD1I 10 DDR1l MIR68911 LTAl ~NEU1l PPT21 MIR3135B!1 RXR
ZNF311} OR2H1{ vOGI ZNRD1l ABCFlI DDRlI MICA-AS11 BAG6K NELFEI HLA-DOB2| RXRBI
ZNF311) OR2H11{ HLA-F| PPP1R111 MIR877!1  DDR1l MICA-AS11 BAG6N SKIV2LI HLA-DOB21 RXRB
LOC100129636 H MASIL| HLA-VI RNF391 PPP1R10k VARS2I HCG26! CLIC1l DXOl PSMB81 SLC39A7|
OR2W LINC010151 HLA-GI TRIM40ll PPP1R10® VARS2I MICB-DT# MSH58 C4BI PSMB81 SLC39A7|
OR2B3| LINC01015' HCP5B! TRIM26# MRPS18BIl VARS2I MICBIl MSH58 TNXB Hl# PSMB8-AS1! SLC39A7I|
OR2J1| LINC010151  HLA-H1 TRIM26 b ATATLI SFTA2| MICBHIl MSH5 8 TNXBI PSMB8-AS1! HSD17B8|
OR2J3l1 SNORD32B! HCG4B!  HCG18m ATAT1m DPCRL1H MCCD1| VWA7L ATF6BI PSMB8-AS1! RING1I
LOC101929006 = OR2H2| ZNRD1ASP I+ ATAT1ll HCG21w DDX39B1 VARSHE FKBPLI PSMB8-AS1! VPS52
LOC101929006 ++ GABBR1MH ZNRD1ASP w4 ATATLlE  MUC21| DDX39B8 EHMT2k RNF51 TAP1I VPS52 H
GABBR1 RNF391 C6orf1361 MuUC21| DDX39B1 EHMT20 AGER! PSMBI| RPS181
GABBR1H TRIM311 C60rf136] MUC211 SNORD1171HSPA1BI PRRT1I LOC1002941451 B3GALT4|
GABBR1H TRIM31 C6orf1361  MUC22H SNORD84! EHMT20 AGER| LOC1002941451  WDR461
ZFP571 TRIM31# DHX160 MUC22H DDX39B-AS1t EHMT2H AGERI HLA-DMBI WDR461
HLA-F| TRIM40 Il DHX16 HCG221 DDX39B-AS1! ZBTB12| AGERI HLA-DMAI MIR68731
HLA-F| TRIM10| PPP1R18]  HCG221  ATP6V1G2l  C2-ASln BRD2I PFDN6|
HLA-F-AS1m TRIM10| PPP1R181 Céorfl5|  ATP6V1G21 STK191 BRD2{ PFDN6|
HLA-F-AS1m TRIM151 \RM! PSORS1C1H ATP6V1G2l STK191 HLA-DOAI PFDNGI|
IFITM4P 1 HCG18H NRM| PSORS1C2l ~ NFKBIL1II STK191 HLA-DPAL{ DAXXI
TRIM31-AS11 \RM| CCHCR1l NFKBIL1l  cYP21A2l HLA-DPAL# DAXX}
HCG18H \RMI CCHCR1H NFKBIL1ll  cypP2iA2i HLA-DPAL i DAXXI
TRIM391 \RM! CCHCR1E NFKBIL1ll LOC1005075471 HLA-DPB11 DAXX |
TRIM391 \NRM| POUSF1| TNF| LOC1005075471 HLA-DPB2n
TRIM39-RPP21 1 \RM| POUSF1| LTBl LOC1005075471 MIR219A11
MDC11 POUSF1| LTBi1 LOC100507547! PFDNG|
MDC1-AS1H POUSF1| LST1r  PPT2-EGFL81 MIR6834 1
TUBBI POUSF11 LST11t PPT21 RGL21
TUBB! PSORSI1C3# LST11 PPT2l RGL2k
TUBBI PSORS1C3# LST11 EGFL8| TAPBPI
TUBBI PSORS1C3# LST11 EGFL8! TAPBPI
TUBBI PSORSI1C3# LST1| AGPATLH TAPBPI
TUBBI PSORSI1C3# LST1l AGPATLH ZBTB221
TUBBl PSORS1C3# LST1| MIR67211 ZBTB221
FLOT1l PSORSIC3u NCR3| MIR6833!
FLOT10 PSORS1C31 NCR3| AGER|
IER3-AS1! PSORS1C3# NCR3| AGER|
HCG20 1 PSORS1C31 AIF11 AGER|
LINC00243H  ATP6V1G2- DDX39 Bu AGER|
LINC025701 LOC1002873291 AGER|
MIR46401 AlF1] AGER|
GTF2H41 AlF1l PBX21
PSORS1C31# PRRC2A M GPsSM3|
PSORS1C31 PRRC2A M GPsM3|
PSORS1C31  SNORA38! NOTCH4 m
MIR6832 NOTCH4 i
APOMI NOTCH4 m

APOM!  LOC101929163 b=+

APOMI  LOC101929163 b=+
C6orf47| LOC101929163 b+
GPANK1] Cé6orf10 HH
GPANK1] C6orf10 HIH
GPANK1] Cé6orf10 HIH

ABHD16A ®
ABHD16A 1
ABHD16A M
ABHD16AE

MIR4646 |
LY6G6F |
LY6G6F-LY6G6DI
LYBGBE!
LYBGBE!
LY6G6D|
LY6G6C|
MPIG6B |
MPIG6B |
MPIG6B |
MPIG6B |
MPIG6B |

CL|
MSH5-SAPCD1 m
SAPCD1I
SAPCD1-AS1!
HSPA1LI
HSPA1A |}
C6orf48|
C6orf48|
C6orf48|
C6orf48|
C6orf48|
C6orf48|
C6orf48|
C6orf48|
Céorf48|
SNORD481
SNORD521
SLC44A41
SLC44A41
sSLca4n4ll



