Scale chr6: ---> NyuWa variants

Common SNPs(150) All SNPs(150) Flagged SNPs(150)

Blocks_chr22

Assembly Chromosome Band Gap RefSeq Curated ClinVar Short Variants ClinVar Long Variants RepeatMasker

0 bases hg38_2 C variants derived from NyuWa project 1000 Genomes Phase 3 Integrated Variant Calls from IGSR: SNVs and Indels Genome Aggregation Database (gnomAD) Genome Variants v3 Simple Nucleotide Polymorphisms (dbSNP 150) Found in >= 1% of Samples Simple Nucleotide Polymorphisms (dbSNP 150) Simple Nucleotide Polymorphisms (dbSNP 150) Flagged by dbSNP as Clinically Assoc Simple Nucleotide Polymorphisms (dbSNP 150) That Map to Multiple Genomic Loci blocks of chr22 Recombination map of 200 individuals Assembly from Fragments Chromosome Bands Localized by FISH Mapping Clones Gap Locations RefSeq gene predictions from NCBI ClinVar Variants

Repeating Elements by RepeatMasker

6q14.3 gnomAD v3

Recombination Map