Scale chrII:

RefSeq Curated Ribo-seq SmProt ATG Ribo-seq SmProt nonATG database SmProt literature SmProt NONCODE

10 kb ce11 14,650,000 14,655,000 14,660,000 14,665,000 PhyloCSF Candidate Coding Regions (PCCRs) Not In WormBase Version WS259 Gene Set

Smoothed PhyloCSF Strand + Frame 1

Smoothed PhyloCSF Strand + Frame 2

Smoothed PhyloCSF Strand + Frame 3

Smoothed PhyloCSF Strand - Frame 1

Smoothed PhyloCSF Strand - Frame 2

Smoothed PhyloCSF Strand - Frame 3

Splice Predictions For + Strand

Splice Predictions For - Strand

RefSeq gene predictions from NCBI SmProt genes with ATG startcodon from Ribosome Profiling SmProt genes with non-ATG startcodon from Ribosome Profiling SmProt genes from other databases SmProt genes from literature mining non-coding RNAs

9442 9835 10725

3169 4367

PhyloCSF+1

15 _ -15 _ PhyloCSF+2

15 _ -15 _ PhyloCSF+3

15 _ -15 _ PhyloCSF-1

15 _ -15 _ PhyloCSF-2

15 _ -15 _ PhyloCSF-3

15 _ -15 _ SplicePred+

15 _ 0 _ SplicePred-

15 _ 0 _